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Study on the goat milk flavor and fatty acid metabolism
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Abstract: The goat milk is a perfect nutritional food, it contains necessary nutrients which can promote human
growth and maintain health. The proportion of various elements just adapt to human physiological requirement.
Development of goat milk industry is not only quantitative supplement for China dairy industry, but also more
potential than cow milk in quality.Because of the distinctive odor,goat milk and products made from it have a low
market portion.The report showed that the short and medium fatty acids were the main cause of the goaty flavor
and the progress on the relationship between goaty flavor and fatty acid metabolism were summarized in this

article.
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